ABSTRACT
Introduction
According to FAO criteria, food products must satisfy people's desire to consume harmless foods with high biological value and very good organoleptic properties. WHO estimated that as many as 30% of people in industrial countries suffer from a food borne disease and in 2000 at least two million people died from diarrhoeal disease worldwide (2, 3, 21) . Parallel the quantity of sequestrated foods in USA as a result of food spoilage amount to 43 million tons per year (21) . Members of genus Enterobacteriaceae and psychrotrophic Pseudomonas, Listeria, Aeromonas and Flavobacterium, have long been identified as playing a major role in the onset of food infections and food spoilage during refrigeratory storage (3, (18) (19) (20) . Metabolites produced by these microorganisms changed rheological and organoleptic properties of foods and make them unwanted and uneatable. Monitoring and application of methods for preventing uncontrolled and unwanted microbial growth in foods are the major goals of modern food microbiology.
The aim of present study was detection, enumeration and biochemical identification of hygienic-indicatory and spoilage microorganisms from refrigeratory stored minced meat and boiled-stewed sausages from trade network.
Materials and methods

Sampling procedure
10 samples of chilled minced meat and 10 samples of chilled boiled-stewed sausages were selected form trade network in an arbitrary manner. Sampling procedures and preparations of test samples was carried out in accordance with ISO procedure (16) .
Reference strains
The following reference strains were used in biochemical identification tests: 
Detection and enumeration of hygienic-indicatory and spoilage microorganisms
Detection and enumeration of hygienic-indicatory and spoilage microorganisms was carried out in accordance with ISO procedures (8) (9) (10) (11) (12) (13) (14) (15) (16) (17) .
Morphological, physiological and biochemical tests
Morphological, physiological and biochemical identification of isolated pure cultures to species level, was carried out by classical methods (7) 
Results and Discussion
Based on the different technological regiments for production and probable differences in microbiological content two of the most popular meat products, minced meat and boiledstewed sausages, were selected for microbiological monitoring. As a result of the carried out experiments, microorganism belonging to various genus of bacteria and yeasts were detected. The average results are shown in Fig.1 . As seen bacteria are the predominant groups of microorganisms detected in refrigeratory stored minced meat samples and they considerably exceed groups of moulds and yeasts. Bacteria represent 97% of the detected microorganisms and 88 % of the total count of hygienicindicatory microorganisms belong to the Enterobacteriaceae. 90 % of the Enterobacteriaceae belong to the coliform bacteria and 10 % belong to the group Proteus -Providencia -Morganella. Number of detected pathogenic bacteria is negligible. Pathogenic coagulase-positive Staphylococci are 4% and sulphite reducing Clostridia are 1 %. The psychrotrophic bacteria from genus Pseudomonas are 3% and they are potential factor influencing food spoilage of refrigeratory stored minced meat products. As a result of enzyme hydrolysis of major food ingredients by Pseudomonas strains, toxic products are released in foods (5) . In this way Pseudomonas bacteria deteriorate food quality and make food products unfit to eat and at higher levels of contamination even caused food infections (3, 18) . Other bacteria species from Bacillaceae family were also detected (1%). The total yeast content of cooled minced meat reached 3 %.
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As seen (Fig.1) microbial diversity of boiled-stewed sausages is scarce comparing to minced meat. Thermal treatment of sausages during industrial production resulted in decreasing of total microbial content of this product, which is in accordance with obtained results. Yeasts are the major group (67%) of microorganisms detected in boiled-stewed sausages, followed by bacteria (33%). 28 % of the detected bacteria belong to the Enterobacteriaceae. 95 % of the Enterobacteriaceae belong to the group of coliform bacteria and 5 % belong to the group Proteus -ProvidenciaMorganella. The presence of these microorganisms indicated a breach of technological regiments for producing of tested meat products. Pathogenic coagulase-positive Staphylococci are 2% and sulphite reducing Clostridia are 2 %. Other bacterial species from Bacillaceae and Micrococcaceae families were also detected (1%). The high content of yeasts also indicates a breach of hygienic status of working conditions in meat producing factories.
The isolated pure cultures were biochemically identified to species level by pH and enzyme based reactions and utilization of various sugars. The results obtained are shown in Table 1 Staphylococci and sulphate reducing Clostridia over the permissible microbiological standards (4, 6) . 
Glu/acid + + + + + + + + + + + + + + + + + + Glu/gas producing factories and trade network. Nevertheless of application of GHP, GMP and HACCP a big part of tested meat products do not correspond to increased EU requirements for producing of harmless foods. For this reason application of strict state control, development and application of faster and reliable methods for microbiological monitoring at every stage of producing process, distribution and consumption of meat products are obligatory.
